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P7 Phylogeography
the western range edge of their continuous distribution range (Eastern Austria) and the (north-)westernmost
isolated exclave in western Germany (mainly Rhineland-Palatinate). We assumed an increasing population
differentiation and a decreasing within population diversity towards the (north-)westernmost absolute distribution
limit. AFLP-fingerprints and cpDNA sequence analyses were carried out for our core project taxa Carex supina
(Cyperaceae), Oxytropis pilosa (Fabaceae) and Poa badensis (Poaceae), and additionally, for Linum flavum (Linaceae)
based on four representative populations per study region and species. The results partially show the expected
patterns, but generally the findings are more species-specific. Nonetheless, the outcomes provide some evidence for
the relict status of the populations in western Germany.
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Wall lizards of the genus Podarcis comprise 21 currently recognized species in southern Europe. In the Balkans
Podarcis are divided in two subgroups: the subgroup of P. tauricus and the subgroup of P. erhardii. Here, we explored
the evolutionary history of tauricus group by employing phylogenetic and phylogeographic approaches and using both
mitochondrial and nuclear markers. The phylogenetic relationships and the genetic distances retrieved, supported the
monophyly of Podarcis tauricus group and suggest that P. gaigeae, P. milensis and P. tauricus form a clade, which
thereinafter connects to P. melisellensis. However, P. tauricus is subdivided into two major lineages that are
phylogenetically and geographically distinct, leaving insinuations whether it is a single species or a species complex.
The phylogeographical scenario suggests that the present distribution of this group was determined by a combination
of dispersal and vicariance events in the Balkan Peninsula dating back to Miocene and continuing up to Pleistocene.
Thus, our data stress the need for a reconsideration of the evolutionary history of Podarcis tauricus group.
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7.21 ⚡ Deep and wide valleys drive nested phylogeographic impacts
across an entire montane bird community
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Montane species distributions interrupted by valleys can lead to range fragmentation, differentiation and speciation.
Paleoclimatic fluctuations may accentuate or reduce such diversification and may affect species differentially. We
used genetic data from 24 species to examine how an entire montane bird community responds to topographic (and
habitat) valleys in the Western Ghats. We examined if species reveal spatial concordance in population
differentiation, and whether the timing of these divergences correlate with climatic events. Our results reveal a
nested effect of valleys, with several species (10) demonstrating the oldest divergence associated with the widest
and deepest valley in the mountain range, the Palghat Gap. A subset of these 10 species revealed younger
divergences across shallower, narrower valleys. Divergence times for most valley-affected montane birds dated to
the Pleistocene, highlighting the role of climatic fluctuations in driving species evolution. We also explore species
traits that correlate with genetic divergence. Studying the entire community allowed us to uncover a range of
species responses, some generalizable and other unpredicted patterns.
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