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The Eastern Mediterranean is a region with extraordinary diversity of rep�le fauna. Many Western Palearc�c species are endemic to this region or have southern limits of their distribu�on here. This is also a 
case of the legless anguid lizards of the genus Pseudopus Merrem, 1820. Despite the species diversity of the genus since the Early Miocene, only one species, Pseudopus apodus (Pallas, 1775), has survived un�l 
the present �me in a longitudinally oriented range that spreads from the coastal Balkans in the west through Anatolia, western Levant, the Caucasus Isthmus, the Black Sea, and the southern Caspian region to 

central Asia in the east. Only recently, mitochondrial as well as nuclear phylogeography of the species revealed three main phylogene�c lineages that diverged during or shortly before the Pleistocene (Jandzik et 
al. 2018). Two of them more or less correspond to the known subspecies, and their low gene�c variability suggests rela�vely recent dispersal and coloniza�on of vast parts of the range. The third, southern and 

endemic, lineage is more geographically restricted and diversified than the other two (Figure 1).

Fig. 1: Phylogene�c rela�onships of Pseudopus apodus ND2 and cytochrome b 
sequences presented as Bayesian tree and distribu�on range (based on Sindaco & 

Jeremcenko, 2008) and locali�es of the species.. Colors of the locality circles 
correspond to the main phylogene�c lineages. Updated sensu Jandzik et al. 2018.

+

We inves�gated mtDNA diversity of the popula�ons origina�ng  from Israel and southern Turkey. We found eight haplotypes in cyt b loci and six haplotypes in ND2 (Fig. 2). Our results revealed the highest 
haplotype and nucleo�de diversity from the en�re distribu�on range of the species. Interes�ngly, some of the haplotypes  from central Israel are more distant from each other than popula�ons from southern 

Turkey and  northern Israel despite they occur in significantly smaller area. Preliminary demography analyses inferred popula�on growth and stability in cyt b and ND2, respec�vely (Fig. 2). These results 
highlight the importance of Eastern Mediterranean for preserving high diversity of rep�les. The Southern lineage presumably comes into parapatry with P. a. thracius in Turkey (see Fig. 1) what, together with 

these molecular and further morphological data, would add a geographic argument for legi�mate descrip�on of new subspecies in P. apodus.

All phylogene�c analysis followed work Jandzik et al. 2018. For this study we used 22 �ssue samples of Pseudopus apodus from the collec�on of the Steinhardt Museum of Natural History, Tel-Aviv, Israel. We 
inves�gated two mitochondrial loci, ND2 and cytochrome b.

Fig. 2: Haplotype distribu�on, networks and demography (es�mated with Bayesian skyline plots, BSP = thick black line shows the median es�mates of 
par�cular loci effec�ve popula�on size (Ne) x genera�on �me (y-axis) over �me (x-axis). The yellow bounded area around the black line shows the 95% higher 

posterior density intervals of the BSP es�mates) of the Southern lineage of Pseudopus apodus in the Levant based on two mitochondrial DNA loci.

ACKNOWLEDGMENTS: THE STUDY WAS SUPPORTED BY THE GRANT APVV-15-0147.

References: Jandzik, D., D. Jablonski, O. Zinenko, O.V. Kukushkin, J. Moravec & V. Gvoždík. 2018. Pleistocene ex�nc�ons and recent expansions in an anguid lizard of the genus Pseudopus. Zoologica Scripta. 47: 21-32.; Sindaco, R. & V. K. Jeremcenko. 2008. Rep�les of the WesternPalearc�c (p. 579). La�na: Edi�oni Belvedere.

1.00

0.97

1.00

1.00

1.00

Time (Kya)

N
e
 x

 g
e
n
e
ra

tio
n
 t
im

e
 (

k)

N
e
 x

 g
e
n
e
ra

tio
n
 t
im

e
 (

k)


	Stránka 1

